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PhD in Industrial Biotechnology at the University of Milano-Bicocca

Degree in Biology, Summa cum Laude, at the University of Milano

Associate Professor in Genetics at the Department of Biotechnology and
Biosciences, University of Milano-Bicocca

Assistant Professor in Genetics at the Department of Biotechnology and
Biosciences, University of Milano-Bicocca

Post-doctoral fellow in the laboratory of Prof. Maria Pia Longhese at the
Department of Biotechnology and Biosciences, University of Milano-
Bicocca (fellowships from University of Milano-Bicocca and Fondazione
Telethon)

PhD student in the laboratory of Prof. Maria Pia Longhese at the University
of Milano-Bicocca

Graduate fellow in the laboratory of Dr. Maria Pia Longhese (fellowship
from “Biopolo™)

Undergraduate student in the laboratory of Prof. Giovanna Lucchini and Dr.
Maria Pia Longhese at the Department of Genetics, University of Milano.

Giovanni Magni award from Adriano-Buzzati Traverso Foundation for the
best paper published by a young researcher in microorganism genetics (The
S. cerevisiae Sae2 protein negatively regulates DNA damage checkpoint
signaling. 2006. EMBO Reports, 7:212-218).



Research grants

2010-2013 Exploring the link between gene transcription and telomere regulation in
Saccharomyces cerevisiae. MIUR-PRIN2009

Technical skills and competences

Expert in yeast genetics, Michela Clerici is experienced with genetic, biochemistry, molecular
biology and cell biology techniques, as well as with fluorescence microscopy and image processing.
She is particularly skilled in generating mutants by both site-specific and random mutagenesis and
in performing genome-wide genetic screenings. Finally, she contributed to generate a wide
collection of yeast strains and mutants.

Scientific activity

Michela Clerici has always been using the budding yeast Saccharomyces cerevisiae as a eukaryotic
model system to explore the mechanisms preserving genome stability in eukaryotes, focusing in
particular on the cellular response to DNA damage and replication stress, as well as on the control
of the homeostasis of telomeres, the nucleoprotein specialized structures that protect the natural
ends of chromosomes. Genetic instability can induce tumorigenesis in multicellular organisms, and
replication stress is emerging as a hallmark of cancer cells. Therefore, unveil the molecular
mechanisms underlying the response to DNA perturbations is of considerable biological relevance.

The cellular response to DNA damage and replication stress is orchestrated by evolutionarily
conserved checkpoint pathways, which preserve genome stability by delaying cell cycle progression
in the presence of DNA alterations, concomitantly activating DNA repair systems and regulating
DNA replication. Thanks to the use of multidisciplinary approaches, Michela Clerici’s research has
provided significant insights into these mechanisms. In particular she contributed to elucidate i) the
functions and regulation of different checkpoint proteins, among which the central conserved
protein kinases Mecl/ATR and Tell/ATM, ii) the complex relationships among checkpoint and
DNA repair systems, iii) the role of the master regulator of cell cycle progression, the cyclin-
dependent kinase Cdkl, in promoting specific homologous recombination-dependent repair
pathways, and iv) the molecular mechanisms regulating the nucleolytic processing of DNA ends, an
event particularly important to repair DNA double-strand breaks and to maintain telomere stability.

Furthermore, her more recent research activity has been unveiling a novel and specific function of
the checkpoint kinase Tell/ATM in supporting DNA replication upon the generation of a
topological stress imposed by the poisoning of DNA topoisomerase.

Bibliometry

The results of Michela Clerici’s research activity are documented by 32 papers, which have been
published in international peer-reviewed journals. She is corresponding author of 8 of these papers.

Total peer-reviewed publications 32
H-index (Scopus source) 21
Total number of citations (Scopus source) 1713
Publications in the last 5 years 9

Total citations in the last 5 years (Scopus source) 693
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